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One simple workflow from DNA sample to sequence to report. / 4
/Al

/o
/

7

Sequence

@@@@ﬁwmwwwwwmmmw

N
ffj‘ii S W pete) p& .‘\XC'C'GG Q&}X\\\Q‘,ﬁ\\\m&\m&m
=SS

== e c»v&\QSZ\\Q‘Q‘%%
SSNSASN SN

. Qb%‘ézz,yz.’/&”/%/ - //ﬂ’
et

G : —— e
— f‘f/j/jffﬂ e

Humina



With less time to results, genomic data
has never been closer at hand.

Streamline your laboratory’s workflow. lllumina can take you from DNA sample to sequence to
report in just four days*—increasing productivity, reducing handling errors and lowering costs.

And this is just the beginning. Planned enhancements will further shorten workflow time
from sample to report, while minimizing hands-on time even more. Reflecting our ongoing
commitment to continuous improvement.

Our genetics laboratory handles increasing numbers of requests
to sequence a wide range of genes believed to be causing
inherited disorders. The broad coverage and high performance
of TruSight One Sequencing Panel allow us to perform these
analyses using a streamlined laboratory workflow —as well as
to offer a comprehensive, high-quality sequencing service.

Stephen Abbs, Director of Genetics Laboratories,
Cambridge University Hospitals NHS Foundation Trust




Sample to report with TruSight™ One

and VariantStudio. It's seamless.

DAY 1

DAY 2 DAY 3 DAY 4

DNA.

Replace all your sequencing panels
with the TruSight One Sequencing
Panel. It's the industry’s broadest
panel—covering 12 Mb of genomic
content, including 4,813 genes
associated with known clinical
phenotypes.

Register for a webinar and see how to get started.

Trio sequencing with TruSight One on
a MiSeq® instrument can achieve 20x
minimum depth of coverage at more
than 95% of targets.**

*Average time for a targeted gene panel. Times may vary depending on panel used.
**Percentage is calculated by averaging the mean coverage for each exon, not each base.

Report.

Intuitive lllumina VariantStudio provides
rich annotations and powerful tools

for interpreting data, allowing you to
extract significant results directly into
ready-to-use reports.



“,s,g:Qf 2
Lys & gﬁg e, 2
§ B SN s A
N = = OO0 X, R, %
TReE & & 5 AN
N\ NS — = = SN
S ROl
Y ) '?"/ % st
2 =
= %éCACTAGAéﬂ;GrA
/ TACCTCAGCAGQG‘\’P’GG
a
=

<
L= N
L Sear e
Yo mSo o= T bt i T o
o, T o T
< oy o bt

This information is intended to outline general product direction and it should not be relied on in making a purchasing decision. This
material is for information purposes only and may not be incorporated into any contract. This information is not a commitment, promise,
or legal obligation to deliver this functionality.

The development, release, and timing of any features or functionality described for our products remains at our sole discretion.

For research use only.
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