
Moving quickly toward a targeted therapy
Targeted therapies are associated with improved overall patient survival compared to nonmatched therapies.5 
Unfortunately, relying on iterative genomic testing can burden patients and waste precious tissue and time.

“The best advantage is knowing as many gene alterations as possible, and only a comprehensive 
genomic profiling approach can help us do this. In fact, we’ve been able to enroll patients in 
select clinical trials requiring specific molecular target agents only because we did CGP.”

Fortunato Ciardiello, MD, PhD
Director, Division of Medical Oncology
Dean, School of Medicine and Surgery
University of Campania Luigi Vanvitelli, Naples

Revealing more insights with CGP
CGP is an NGS-based assay that reveals genetic insights other testing methods can miss, 
all without sacrificing timely and reliable results.5,6

Complete the  
portrait with CGP
Reveal more targeted treatment options  
shown to improve outcomes with 
Comprehensive Genomic Profiling.1–4
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Unlike small targeted panels, 
CGP delivers a full picture 
of 500+ cancer-relevant 
genes & complex genomic 

signatures

CGP detected potentially 
clinically relevant genomic 

alterations in 71% of 
samples, based on a study 

of NSCLC patients7

With CGP, go from 
sample to report in as 

little as 4-5 days



Improving outcomes through targeted therapies
CGP has been shown to find more actionable gene alterations than small targeted panels,  
helping match patients with targeted therapies shown to improve outcomes.5–7

In a prospective study of 
advanced cancer patients 
(n=521) who underwent  
both hotspot (<50 genes) 
and larger NGS panel 
(>400 genes) testing...5

Targeted treatments are linked to a statistically significant improved patient outcome3,7,8–10

Looking to the future
The cancer treatment landscape is always evolving, and with in-house CGP, your patients’ data will stay 
close at hand. Results from CGP tests can be reanalyzed, providing the information needed to match 
patients with therapies associated with new biomarkers and genomic signatures.
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Learn more about CGP:  
www.insert-url.com

CGP for oncology. 
Informed therapies.  
Improved outcomes.

Longer overall 
survival (OS)

Reduced treatment-related 
adverse effects (AE)

Increases overall  
response rate (ORR)

Extended progression-free 
survival (PFS)
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https://ilmnmkt.illumina.com/2016012173

Learn more

40 patients were 
treated with 
genomically-matched 
targeted therapy

Genomic 
alterations 

identified by 
hotspot testing

Genomic 
alterations 
missed by 

hotspot
testing

19%

41%

59%
214 patients

307 patients
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